Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.010 Å; R factor = 0.071; wR factor = 0.214; data-to-parameter ratio = 12.8.
In the title complex, [Ni(C 8 H 5 Cl 2 O 3 ) 2 (H 2 O) 4 ], the Ni II atom (site symmetry 1) adopts a slightly distorted NiO 6 octahedral coordination. An intramolecular O-HÁ Á ÁO hydrogen bond helps to establish the conformation. In the crystal, further O-HÁ Á ÁO hydrogen bonds link the molecules.
Related literature
For background, see: Cheng et al. (2006) . For reference structural data, see: Allen et al. (1987) .
Experimental
Crystal data [Ni(C 8 Hydrogen-bond geometry (Å , ). (5) 2.05 (7) 2.723 (7) 136 (8) O1-H1BÁ Á ÁO2 0.84 (3) 1.82 (5) 2.619 (7) 157 (7) O3-H3AÁ Á ÁO1 i 0.85 (6) 2.44 (7) 3.217 (7) 153 (7) O3-H3BÁ Á ÁO6 ii 0.846 (16) 2.34 (6) 2.980 (7) 133 (8) Symmetry codes: (i) x; Ày À 1 2 ; z þ 1 2 ; (ii) x; Ày þ 1 2 ; z þ 1 2 .
Data collection: CAD-4 Software (Enraf-Nonius, 1989); cell refinement: CAD-4 Software; data reduction: XCAD4 (Harms & Wocadlo, 1995) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. 
Comment
There has been much research interest in acid metal complexes due to their molecular architectures and biological activities (e.g. Cheng et al., 2006) . In this work, we report here the crystal structure of the title compound, (I). In (I), all bond lengths are within normal ranges (Allen et al., 1987) (Fig. 1) . The Ni II atom is six-coordinated by two O atoms from the 2-(2,4dichlorophenoxy)acetate and four O atoms from the water molecules, forming a slightly distorted octahedral coordination.
Experimental
A mixture of 2-(2,4-dichlorophenoxy)acetic acid (440 mg, 2 mmol) and NiCl2.6H2O (1 mmol, 236 mg) in methanol (10 ml) was stirred for 3 h. After keeping the filtrate in air for 7 d, green blocks of (I) were formed.
Refinement
The water H atoms were located in a difference map and their positions were refined with the restraint O-H = 0.83 (1)Å.
The other H atoms were positioned geometrically (C-H = 0.93-0.97 Å) and refined as riding, with U iso (H) = 1.2U eq (C). Fig. 1 . The molecular structure of (I) showing 30% probability displacement ellipsoids. Atoms with the suffix A are generated by the symmetry operation (1-x, -y, 1-z). Monochromator: graphite θ min = 1.2º Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
T = 293 K h = −20→20 ω/2θ scans k = −9→0
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.1103 (4) 0.1141 (9) 0.3299 (9) 0.0487 (17 (7) O1-H1B 0.840 (10) C6-O2 1.265 (7) O3-H3A 0.844 (10) C6-C8 1.508 (8) O3-H3B 0.847 (10) C1-C3-C7-C2 2.7 (10) O1-Ni1-O4-C6 −29.9 (5) C5-C2-C7-O6 178.0 (6) C3-C7-O6-C8 10.6 (9) Cl2-C2-C7-O6 −1.6 (8) C2-C7-O6-C8 −170.3 (5) C5-C2-C7-C3 −2.8 (10) C6-C8-O6-C7 −83.3 (7) Cl2-C2-C7-C3 177.5 (5) Symmetry codes: (i) −x+1, −y, −z+1.
Hydrogen-bond geometry (Å, °) D-H···A D-H H···A D···A D-H···A O1-H1A···O2 ii 0.84 (5) 2.05 (7) 2.723 (7) 136 (8) O1-H1B···O2 0.84 (3) 1.82 (5) 2.619 (7) 157 (7) O3-H3A···O1 ii 0.85 (6) 2.44 (7) 3.217 (7) 153 (7) O3-H3B···O6 iii 0.846 (16) 2.34 (6) 2.980 (7) 133 (8) Symmetry codes: (ii) x, −y−1/2, z+1/2; (iii) x, −y+1/2, z+1/2. supplementary materials sup-6 Fig. 1 
